Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.005 Å; R factor = 0.048; wR factor = 0.107; data-to-parameter ratio = 15.9.
In the centrosymmetric dinuclear title complex, [Cu 2 (C 5 H 6 O 4 ) 2 (C 20 H 14 N 4 ) 2 (H 2 O) 2 ], the Cu atom displays a distorted square-pyramidal coordination environment with the basal plane occupied by two 5,6-diphenyl-3-(pyridin-2-yl)-1,2,4-triazine N atoms and two O atoms from different glutarate dianions, while a water molecule is located at the apical position. Of the two water H atoms, one is engaged in an intramolecular O-HÁ Á ÁO hydrogen bond, whereas the second is engaged in an intermolecular O-HÁ Á ÁO hydrogen bond. The intermolecular hydrogen bonds lead to the formation of a chain along [010] .
Related literature
For the biological activity and applications of triazines, see: Garcia et al. (1995) ; Mashaly et al. (1999) ; Soudi et al. (2005) .
Experimental
Crystal data [Cu 2 (C 5 Table 1 Selected bond lengths (Å ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz.
Table 2
Hydrogen-bond geometry (Å , ). (Garcia et al., 1995) . In particularly, the ligand 3-(2-pyridyl)-5,6-diphenyl-1,2,4-triazine (PDPT) exhibits interesting properties such as blood platelet aggregation inhibition, antiviral and anticancer (leukemia and ovarian) and anti-HIV activity (Mashaly et al., 1999; Soudi et al., 2005) . The title complex, (I),
was recently prepared and its crystal structure is reported here. solid was filtered off. The filtrate (pH = 6.3) was allowed to stand at room temperature. Slow evaporation for two weeks afforded a small amount of brown crystals (yield 62% based on the initial CuCl 2 .2H 2 O input).
Refinement
All H atoms bound to C were position geometrically and refined as riding, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2s˘F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

